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(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

<C) STRANDEDNESS : not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Gal4 residues 840-850 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 



Trp Thr Asp Gin Thr Ala Tyr Asn Ala Phe Gly 
15 10 

(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 

<vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE : LSI DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

CCCCTCTTNN CNNCCCTC 
18 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

ATTCCGCCAC CGTATTTC 
18 

(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 amino acid sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

lie Pro Pro Pro Tyr Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS3 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

CTGCCCGGGT GTTTCTTC 
18 

(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

{C} STRANDEDNESS: not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS3 amino acids sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Leu Pro Gly Cys Phe Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS4 DNA sequence 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

CAGCTCCCCC CCTGGTTA 
18 

(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS4 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

Gin Leu Pro Pro Trp Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS5 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

TACTGGCCCT CCCCCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 



(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS5 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Tyr Trp Pro Ser Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS6 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

GAGTTCCCCT ATGACTTG 
18 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS6 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:12: 

Glu Phe Pro Tyr Asp Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 13: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS7 DNA SEQUENCE 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

ACCGCCGAAT TCCCCCTC 
18 

(2) INFORMATION FOR SEQ ID NO : 14 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS7 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 14 : 

Thr Ala Glu Phe Pro Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS8 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 



CAATTTCTAG ACGCACTT 
18 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS8 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

Gin Phe Leu Asp Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS9 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

ACATTCCCTG ACCCCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS9 amino acid sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 



Thr Phe Pro Asp Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 19: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS10 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

ATCGGCCCAN CNCTTTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS11 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

TTGGATTTTT CCTACGTC 
18 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS11 amino acid sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

Leu Asp Phe Ser Tyr Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS12 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 

CCCCCACCAC CCTGGCCC 
18 

(2) INFORMATION FOR SEQ ID NO:23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE : amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS12 amino acid sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 

Pro Pro Pro Pro Trp Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: not relevant 
(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS13 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

CTCTTTGAAT GAGGAACC 
18 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS13 amino acid sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

Leu Phe Glu 
1 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS14 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

CTGCTCGACA TACCTTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 27: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS14 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Leu Leu Asp Thr Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS15 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

CTCCCCGACG CCTTTCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS15 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 
Leu Pro Asp Ala Phe Leu 



1 



5 



{2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

{C} STRANDEDNESS : not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS16 DNA SEQUENCE 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

CTCTTCCCCG ACCTCAAC 
18 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS16 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

Leu Phe Pro Asp Leu Asn 
1 5 

(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS17 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 



TCTTGGTTTG ATGTCGAA 
18 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE : peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LSI 7 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

Ser Trp Phe Asp Val Glu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS18 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

CTTGAACCTC CGCCCTGG 
18 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS18 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

Leu Glu Pro Pro Pro Trp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 
{A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS19 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

CAGCTACCTG ATCTGTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

<B) CLONE: LS19 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:37: 

Gin Leu Pro Asp Leu Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 0 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38: 

CCTCTCCCAG ACCTCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

{C) STRANDEDNESS : not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 0 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 

Pro Leu Pro Asp Leu Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS21 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 

TTCGAATTCG ATGATATC 
18 

(2) INFORMATION FOR SEQ ID NO: 41: 
(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS21 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

ACCTTTTTCG ATACCCCC 
18 

(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS22 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 

ACCTTTTTCG ATACCCCC 
18 

(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS24 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43: 

Thr Phe Phe Asp Thr Pro 
1 5 



(2) INFORMATION FOR SEQ ID NO: 44: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS24 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:44: 

CAATACGATC TATTCGAT 
18 

(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS24 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 

Gin Tyr Asp Leu Phe Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS2 5 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46: 

CTACCGGACT TAATTCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS25 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 

Leu Pro Asp Leu lie Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS26 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 

CCCCCCCTGG ATCCATGG 
18 

(2) INFORMATION FOR SEQ ID NO: 49: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 



(B) CLONE: LS26 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49: 

Pro Pro Leu Asp Pro Trp 
1 5 

(2) INFORMATION FOR SEQ ID NO:50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS27 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 

CAATACGATC TATTCGAT 
18 

(2) INFORMATION FOR SEQ ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS27 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 

Gin Tyr Asp Leu Phe Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS28 DNA SEQUENCE 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

ACCTTGTGAC GCGACAGC 
18 

(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS28 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:53: 

Thr Leu 
1 

(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS3 0 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:54: 

CTACCAGACT TCGATCCA 
18 

(2) INFORMATION FOR SEQ ID NO: 55: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 



(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS30 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 

Leu Pro Asp Phe Asp Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 
<D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS35 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 

CTAATCCCAT ACTCCCTG 
18 

(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS35 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 

Leu Phe Pro Tyr Ser Leu 
1 5 



(2) INFORMATION FOR SEQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS4 0 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 

TTTCCTGACC TCTTCCCC 
18 

(2) INFORMATION FOR SEQ ID NO: 59: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS40 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 59: 

Phe Pro Asp Leu Phe Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS41 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 60: 



CCTAACCCCT TCCCACTG 
18 

(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS41 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 

Pro Asn Pro Phe Pro Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS42 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 

TTCTAGAACA CACCCCCG 
18 

(2) INFORMATION FOR SEQ ID NO: 63: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS42 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:63: 



Phe 
1 

(2) INFORMATION FOR SEQ ID NO: 64: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS43 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 64 : 

CCCCCCCCCC AATATTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 65: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS43 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65: 

Pro Pro Pro Gin Tyr Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS44 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 66: 

GAGGACACCC CCCCCTGG 
18 

(2) INFORMATION FOR SEQ ID NO: 67: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS44 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 67: 

Glu Asp Thr Pro Pro Trp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 68: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS46 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 68: 

TTCCCCCCCC CCCCATTC 
18 

(2) INFORMATION FOR SEQ ID NO: 69: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 



(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE : LS46 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69: 

Phe Pro Pro Pro Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS51 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70: 

TTCCCCCCAT TCAACCAA 
18 

(2) INFORMATION FOR SEQ ID NO: 71: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS51 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 

Phe Pro Pro Phe Asn Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 72: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS52 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 72: 

CCCCTGTTCT GACACGGA 
18 

(2) INFORMATION FOR SEQ ID NO:73: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS52 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 73: 
Pro Leu Phe 



(2) INFORMATION FOR SEQ ID NO:74: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS53 DNA SEQUENCE 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 74: 



ACCGGTCCAC CAGAGCTA 
18 



(2) INFORMATION FOR SEQ ID NO: 75: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS53 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 75: 

Thr Gly Pro Pro Glu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 76: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS60 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:76: 

CTAATCCCAT ACTCCCTG 
18 

(2) INFORMATION FOR SEQ ID NO: 77: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS60 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 77: 



Leu lie Pro Tyr Ser Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 78: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS61 DNA sequence 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 78: 

ACCTTCCCTT ACTCACTG 
18 

(2) INFORMATION FOR SEQ ID NO: 79: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS61 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 79: 

Thr Phe Pro Tyr Ser Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 80: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS62 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 80: 

GGCAGCTTCG AACTCCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 81: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS62 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 81: 

Gly Ser Phe Glu Leu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 82: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS63 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:82: 

CTGGAATACC CCACCACC 
18 

(2) INFORMATION FOR SEQ ID NO:83: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: not relevant 
(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS63 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 83: 

Leu Glu Tyr Pro Thr Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 84: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS64 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 84: 

AATTTTGATG ACCTACTC 
18 

(2) INFORMATION FOR SEQ ID NO: 85: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS64 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 85: 

Asn Phe Asp Asp Leu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 86: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS66 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 86: 

CTGGACGTAT TTTCACAC 
18 

(2) INFORMATION FOR SEQ ID NO: 87: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS66 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:87: 

Leu Asp Val Phe Ser His 
1 5 

(2) INFORMATION FOR SEQ ID NO: 88: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

{C) STRANDEDNESS: not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS101 DNA SEQUENCE 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 88: 



CAGCTACCTG ATCTGTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 89: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS101 AMINO ACID SEQUENCE 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 89: 

Gin Leu Pro Asp Leu Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 90: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS102 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 90: 

CACCCCCCCC CTCCCATT 
18 

(2) INFORMATION FOR SEQ ID NO: 91: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) 



IMMEDIATE SOURCE: 
(B) CLONE: LS102 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 91: 

His Pro Pro Pro Pro lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 92: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS104 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:92: 

CCCCTGTTCT GACTCGGA 
18 

(2) INFORMATION FOR SEQ ID NO: 93: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS104 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:93: 

Pro Leu Phe 
1 

(2) INFORMATION FOR SEQ ID NO : 94 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS105 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 94 : 

CTGCCCGGGT GTTTCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 95: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 
{B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS105 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 95: 

Leu Pro Gly Cys Phe Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 96: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS106 DNA SEQUENCE 

/ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 96: 

CAATACGATC TATTCGAT 
18 

(2) INFORMATION FOR SEQ ID NO: 97: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: not relevant 
(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS106 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 97: 

Gin Tyr Asp Leu Phe Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 98: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS107 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 98: 

GCTCTCCCGC CGTACCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 99: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS107 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 99: 

Ala Leu Pro Pro Tyr Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 100: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS108 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 100: 

TTCCTCCCCT CCCTTCCC 
18 

(2) INFORMATION FOR SEQ ID NO: 101: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS108 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 101: 

Phe Leu Pro Ser Leu Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 102: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS110 DNA SEQUENCE 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 102: 



ATCCCTCTCC TCTGTCTC 
18 



(2) INFORMATION FOR SEQ ID NO: 103: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS110 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 103: 

lie Pro Leu Leu Cys Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO:104: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS111 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:104: 

ATGCTCCCTC CCTACATC 
18 

(2) INFORMATION FOR SEQ ID NO: 105: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS111 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 105: 



Met Leu Pro Pro Tyr lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 106: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LSI 14 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 106: 

CCCCCCTACA TATGGCCA 
18 

(2) INFORMATION FOR SEQ ID NO: 107: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LSI 14 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 107: 

Pro Pro Tyr lie Trp Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 108: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS115 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 108: 

GCGCTATGGT AGCTACCC 
18 

(2) INFORMATION FOR SEQ ID NO: 109: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 

<C) STRANDEDNESS : not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS115 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 9: 
Ala Leu Trp 



(2) INFORMATION FOR SEQ ID NO: 110: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

<C) STRANDEDNESS: not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS118 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 110: 

GACCTCAATA TTTTCTAG 
18 

(2) INFORMATION FOR SEQ ID NO: 111: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: not relevant 
(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS118 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 111: 

Asp Leu Asn lie Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 112: 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS119 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:112: 

CTACCCATGA CNCCGTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 113: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS119 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 113: 

Leu Pro Met Thr Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 114: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS120 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 114: 

TACCCCCCGC CGCCCTTT 
18 

(2) INFORMATION FOR SEQ ID NO: 115: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS120 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:115: 

Tyr Pro Pro Pro Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 116: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS121 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 116: 



NNNCCCGTAG NNCNCTGG 
18 



(2) INFORMATION FOR SEQ ID NO: 117: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LSI 2 3 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:117: 

CCCCTTCCNC CTTTTCTT 
18 

(2) INFORMATION FOR SEQ ID NO: 118: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS123 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 118: 

Pro Leu Pro Pro Phe Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 119: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS12 5 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 119: 



CTCCCCACCA TGCCCCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 12 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS125 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 0: 

Leu Phe Leu Pro Pro Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 121: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS12 6 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 121: 

CTCTTCCTAC CACCCACC 
18 

(2) INFORMATION FOR SEQ ID NO: 122: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS126 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:122: 

Leu Phe Leu Pro Pro Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LSI 2 9 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:123: 

ACCGCCGAAT TCCCCCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 124: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS12 9 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:124: 

Thr Ala Glu Phe Pro Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: not relevant 
(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS130 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 5: 

ACCGATTTCC TTCTGCTG 
18 

(2) INFORMATION FOR SEQ ID NO: 12 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE : peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS130 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 6: 

Thr Asp Phe Leu Leu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 127: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS131 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 7: 

GGAGAATATT TCCCCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 128: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS131 AMINO ACID SEQUENCE 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 128: 

Gly Glu Tyr Phe Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS132 DNA SEQUENCE 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 9: 

TTTATAGATC CCCCTCTC 
18 

(2) INFORMATION FOR SEQ ID NO: 13 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS132 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 130: 
Phe lie Asp Pro Pro Leu 



1 



5 



(2) INFORMATION FOR SEQ ID NO: 131: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS133 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 131: 

CTAATCCCAT ACTCCCTG 
18 

(2) INFORMATION FOR SEQ ID NO: 132: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS13 3 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 132: 

Leu lie Pro Tyr Ser Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 133: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS134 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:133: 



CAATACGATC TATTCGAT 
18 

(2) INFORMATION FOR SEQ ID NO: 134: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS134 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 134: 

Gin Tyr Asp Leu Phe Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 135: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS13 5 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 135: 

TTACCTCCCC CCTGGCTT 
18 

(2) INFORMATION FOR SEQ ID NO: 136: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS135 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 6: 

Leu Pro Pro Pro Trp Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 13 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS136 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 7: 

CTCTGGCCAC CTGCCGTA 
18 

(2) INFORMATION FOR SEQ ID NO: 138: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS13 6 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 8: 

Val Trp Pro Pro Ala Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 13 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS140 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 139: 

CCAACAAACT CCTACTGA 
18 

(2) INFORMATION FOR SEQ ID NO: 14 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS14 0 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 0: 

Pro Thr Asn Phe Tyr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 141: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS142 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 141: 

CTAATCCCAT ACTTCCTG 
18 

(2) INFORMATION FOR SEQ ID NO: 142: 
(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

<C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS142 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 142: 

Leu lie Pro Tyr Phe Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 143: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS147 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:143: 
ATCTGCGAGA GTTTCTTT 



(2) INFORMATION FOR SEQ ID NO: 144: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS147 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 144: 

lie Cys Glu Ser Phe Phe 
1 5 



{2} INFORMATION FOR SEQ ID NO: 145: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS148 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:145: 

GCGGACCCGT GGCTACTC 
18 

(2) INFORMATION FOR SEQ ID NO: 146: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS14 8 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 6: 

Ala Asp Pro Trp Leu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 14 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS149 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 147: 

GCGCAGTACC CTTTCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 14 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS149 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 8: 

Ala Gin Tyr Pro Phe Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 14 9: 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS150 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 9: 

CCTCCGTCAT TCTTCGGC 
18 

(2) INFORMATION FOR SEQ ID NO: 15 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE : 



(B) CLONE: LS150 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 0: 

Pro Pro Ser Phe Phe Gly 
1 5 

(2) INFORMATION FOR SEQ ID NO: 151: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS151 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 151: 

CTTTCCAGCC TTCCCTTC 
18 

(2) INFORMATION FOR SEQ ID NO: 152: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS151 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 152: 

Pro Ser Ser Leu Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 153: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



{vii) IMMEDIATE SOURCE: 

(B) CLONE: LS152 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 153: 

GACCCACCAT GGTACCTT 
18 

(2) INFORMATION FOR SEQ ID NO: 154: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS152 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:154: 

Asp Pro Pro Trp Tyr Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 155: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS153 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 155: 

CTCTACTAAT AATAAGCA 
18 

(2) INFORMATION FOR SEQ ID NO: 156: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 2 amino acids 



(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



{vii) IMMEDIATE SOURCE: 

(B) CLONE: LS153 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 156: 
Leu Tyr 



(2) INFORMATION FOR SEQ ID NO: 157: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS155 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 157: 
CCTATCCCCG GTTTCACT 



(2) INFORMATION FOR SEQ ID NO: 15 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS155 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:158: 

Pro lie Pro Gly Phe Thr 
1 5 



(2) INFORMATION FOR SEQ ID NO: 159: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE : DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS15 8 DNA SEQUENCE 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 9: 

TTTGACCCCT TGGGCATC 
18 

(2) INFORMATION FOR SEQ ID NO: 160: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(vi) ORIGINAL SOURCE: 

(C) INDIVIDUAL ISOLATE: LS158 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 160: 

Phe Asp Pro Phe Gly lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 161: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS160 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 161: 



CCCCCCAGTG TGAACCTC 
18 



(2) INFORMATION FOR SEQ ID NO: 162: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS160 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 162: 

Pro Pro Ser Val His Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 163: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(A) LIBRARY: LS161 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 163: 

CCAGACAACG TCCTACCG 
18 

(2) INFORMATION FOR SEQ ID NO: 164: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS161 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 164: 



Pro Asp Asn Val Leu Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 165: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(vi) ORIGINAL SOURCE : 

(C) INDIVIDUAL ISOLATE: Gal4 residues 89-100 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 165: 

Lys Ala Leu Leu Thr Gly Leu Phe Val Gin Asp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 166: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 01 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 166: 

TACCTTTTAC CAACCTGTAT ACCT 
24 

(2) INFORMATION FOR SEQ ID NO: 167: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 01 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:167: 

Tyr Leu Leu Pro Thr Cys lie Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 16 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS202 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 168: 

CTACAAGTCC AC AAC AG C AG ATAG 
24 

(2) INFORMATION FOR SEQ ID NO: 169: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS202 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 169: 

Leu Gin Val His Asn Ser Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 170: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

<B) CLONE: LS203 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 170: 

GTTCTTGACT TCACCCCTTT CCTC 
24 

(2) INFORMATION FOR SEQ ID NO: 171: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS203 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 171: 

Val Leu Asp Phe Thr Pro Phe Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 172: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 05 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 172: 

CCCCTTACCT ACCCCCTCGC CGGA 
24 

(2) INFORMATION FOR SEQ ID NO:173: 
(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



{vii) IMMEDIATE SOURCE: 

(B) CLONE: LS205 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 173: 

Pro Leu Thr Tyr Pro Leu Ala Gly 
1 5 

(2) INFORMATION FOR SEQ ID NO: 174: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS206 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 174: 
CTCCTCGCCT TTTACGAGAT ACCG 



(2) INFORMATION FOR SEQ ID NO:175: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS206 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 175: 

Leu Leu Ala Phe Tyr Glu lie Pro 
1 5 



(2) INFORMATION FOR SEQ ID NO: 176: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS207 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 176: 

CCCCCTGACA CCTACATCTT CTTA 
24' 

(2) INFORMATION FOR SEQ ID NO: 177: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS207 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 177: 

Pro Pro Asp Thr Tyr lie Phe Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 178: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS208 DNA SEQUENCE 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 178: 

CAACTCAACT ACCCACTCGC CATA 
24 

(2) INFORMATION FOR SEQ ID NO: 17 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS2 08 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17 9: 

Gin Leu Asn Tyr Pro Leu Ala lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 180: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS209 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 0: 

CTCGTACTAC CCCAGCCGCA ACTC 
24 

(2) INFORMATION FOR SEQ ID NO: 181: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 



(B) CLONE: LS209 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 181: 

Leu Val Leu Pro Gin Pro Gin Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 182: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS212 DNA SEQUENCE 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 182: 

CCTTGGTACC CTACGCCGTA TCTG 
24 

(2) INFORMATION FOR SEQ ID NO:183: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS212 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 183: 

Pro Trp Tyr Pro Thr Pro Tyr Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO:184: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS215 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 184: 

TGGCTCCGAT CGTTCAGCCC GTATCTG 
27 

(2) INFORMATION FOR SEQ ID NO: 185: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS215 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 185: 

Trp Leu Arg Ser Phe Ser Val Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 186: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS217 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 186: 

CTTGAACCAT CACTATATAT GATA 
24 

(2) INFORMATION FOR SEQ ID NO: 187: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 8 amino acids 



(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS217 AMINO ACID SEQUENCE 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 187: 

Leu Glu Pro Ser Leu Tyr Met lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 188: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS218 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 188: 

TGCATCTTGT CCCACCACGC TCCT 
24 

(2) INFORMATION FOR SEQ ID NO: 189: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS218 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 9: 

Cys lie Leu Ser His His Ala Pro 
1 5 



(2) INFORMATION FOR SEQ ID NO: 190: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS220 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 190: 

GACCTCACAT GCTGTTTTTG CCTC 
24 

(2) INFORMATION FOR SEQ ID NO: 191: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS220 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 191: 

Asp Leu Thr Cys Cys Phe Cys Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 192: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS221 DNA SEQUENCE 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 192: 



CCGTTTATTG GCGGCCCTTA CGCA 
24 

(2) INFORMATION FOR SEQ ID NO:193: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS221 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:193: 

Pro Phe lie Gly Gly Pro Tyr Ala 
1 5 

(2) INFORMATION FOR SEQ ID NO: 194: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS223 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:194: 

TACCTACTAC CTTTCCTTCC GTAC 
24 

(2) INFORMATION FOR SEQ ID NO: 195: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS223 AMINO ACID SEQUENCE 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 195: 

Tyr Leu Leu Pro Phe Leu Pro Tyr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 196: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS224 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 196: 

TACCCCTGGT TTCCAGTCCC CTTA 
24 

(2) INFORMATION FOR SEQ ID NO: 197: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS224 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 197: 

Tyr Pro Trp Phe Pro Val Pro Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 198: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 2 5 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 198: 

TATTTACTAC CTCTCCTCTC CACT 
24 

(2) INFORMATION FOR SEQ ID NO: 199: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS22 5 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 199: 

Tyr Phe Leu Pro Leu Leu Ser Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 2 00: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 26 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 00: 

CTCTCCATTC AACCCTATTT TTTT 
24 

(2) INFORMATION FOR SEQ ID NO: 201: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 



(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS22 6 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 201: 

Leu Ser lie Gin Pro Tyr Phe Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO:202: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS228 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 02: 

GCCCTATTCT ACCTCCTCTA AAAG 
24 

(2) INFORMATION FOR SEQ ID NO: 2 03: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 2 8 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:203: 

Ala Leu Phe Tyr Leu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 2 04: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE : 

(B) CLONE: LS230 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:204: 

CCNTGGCCCT ACTATTTNCC GATC 
24 

(2) INFORMATION FOR SEQ ID NO: 2 05: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS230 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 05: 

Pro Trp Pro Tyr Tyr Phe Pro lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 2 06: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 31 DNA SEQUENCE 



(Xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 2 06: 



CCGATTTGGC AATATACCAT TTTC 
24 

(2) INFORMATION FOR SEQ ID NO: 2 07: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 31 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:207: 

Pro lie Trp Gin Tyr Thr lie Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 208: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 
<D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 32 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 08: 

TTATCCCCCA CCTTTTGGGC ATTC 
24 

(2) INFORMATION FOR SEQ ID NO: 209: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 3 2 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 209: 

Phe Ser Pro Thr Phe Trp Ala Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 210: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



{vii) IMMEDIATE SOURCE: 

(B) CLONE: LS233 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 210: 

GACCCCCCCT ACGCCTATAC TCTG 
24 

(2) INFORMATION FOR SEQ ID NO: 2 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS233 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 11: 

Phe Pro Pro Tyr Ala Tyr Thr Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 2 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 35 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 212: 

CCTGCACTCC TGTTTCCATT CATC 
24 

(2) INFORMATION FOR SEQ ID NO:213: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 3 5 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 13: 

Pro Ala Leu Leu Phe Pro Phe lie 
1 5 

(2) INFORMATION FOR SEQ ID NO:214: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS2 36 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:214: 

TTCACCTACG CTCTCCCCTT CCCC 
24 

(2) INFORMATION FOR SEQ ID NO: 2 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 



(ii) 



(D) TOPOLOGY : not relevant 
MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS236 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:215: 

Phe Thr Tyr Ala Leu Pro Phe Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 216: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS23 9 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 216: 

CTCTTACCAC TGCCTCTCTT CCTC 
24 

(2) INFORMATION FOR SEQ ID NO: 217: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 



(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS239 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 17: 

Leu Phe Pro Leu Pro Leu Phe Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 218: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 
<D) TOPOLOGY : not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS24 0 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 18: 

CTATTCCCCT GGACATACCA ACTT 
24 

(2) INFORMATION FOR SEQ ID NO: 219: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

{C} STRANDEDNESS: not relevant 
(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS240 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 219: 

Leu Phe Pro Trp Thr Tyr Gin Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 220: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS241 DNA SEQUENCE 



(xi) "SEQUENCE DESCRIPTION: SEQ ID NO: 22 0: 



CTTATTATGA ACTGGCCTAC ATAT 
24 

(2) INFORMATION FOR SEQ ID NO: 221: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS241 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 221: 

Leu Thr Met Asn Trp Pro Thr Tyr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 222: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS243 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:222: 

TATATTTTCN CGCTGAGCTT ATCA 
24 

(2) INFORMATION FOR SEQ ID NO: 22 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS243 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 223: 



Tyr lie Phe Leu Ser Phe Ser 
1 S 

(2) INFORMATION FOR SEQ ID NO: 224: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: DNA (genomic) 



(vii) IMMEDIATE SOURCE: 

(A) LIBRARY: LS244 DNA SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 24: 

CTAACACCCC TCCCCTCATG GCTA 
24 

(2) INFORMATION FOR SEQ ID NO: 22 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: LS244 AMINO ACID SEQUENCE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 5: 

Leu Thr Pro Leu Pro Ser Trp Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 226: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: First randomized LS2 01 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 226 

Leu lie Cys Tyr Pro Leu Pro Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 227: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Second randomized LS2 01 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 227 

lie Pro Leu Tyr Leu Thr Cys Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO:228: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 8 

Ala Leu Leu Thr Gly Leu Phe Val Gin Asp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 22 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: not relevant 
(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: First truncation of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 9: 

Ala Leu Leu Thr Gly Leu Phe Val Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 230: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Second truncation of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 0: 

Ala Leu Leu Thr Gly Leu Phe Val Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 231: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Third truncation of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 231: 

Ala Leu Leu Thr Gly Leu Phe Gin Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 232: 

(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Fourth truncation of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:232: 

Ala Leu Leu Thr Gly Leu Val Gin Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 23 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Fifth truncation of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 233: 

Ala Leu Leu Thr Gly Phe Val Gin Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 2 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: First modification of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 34: 

Ala Leu Leu Thr Gly Leu Phe Val Gin Ala 
15 10 



(2) INFORMATION FOR SEQ ID NO: 235: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Second modification of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 235: 

Ala Leu Leu Thr Gly Leu Phe Val Ala Asp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 236: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: Third modification of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 236: 

Ala Leu Leu Thr Gly Leu Phe Ala Gin Asp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 23 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: Fourth modification of Gal4 (91-100) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 7: 



Ala Leu Leu Thr Gly Leu Ala Val Gin Asp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 23 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 8: 

Leu Phe Val Gin Asp Tyr Leu Leu Pro Thr Cys lie Pro 
15 10 



